Amino acids are of interest in coordination chemistry because they have a large number of highly flexible derivatives capable of forming a wide range of metal compexes. Recently, L-Cysteic acid, (Hendrickson et al., 1971) , (Ramanadham et al. 1973) has become an important ligand in the coordination and construction of metal-organic frameworks (MOFs), as a result, some of these frameworks with unusual topologies have been reported by (Bharadwaj et al., 1985 , Riley et al., 2002 , and Huang et al. 2009 ). As a part of our work in amino acid coordination research we chose L-Cysteic acid as our ligand. The title compound has recently been prepared in our laboratory and its structure is reported here.
The title compound {systematic name: poly[[ 7 -(2R)-2-amino-3-sulfonatopropanoato]disodium]}, [Na 2 (C 3 H 5 NO 5 S)] n , was obtained through solvent-thermal reaction of l-cysteic acid and aqueous sodium hydroxide. The monomer consists of two Na + cations that are coordinated to the deprotonated amino acid. The latter acts as donor utilizing all available coordination sites, viz. the amino, the carboxylate and the sulfonate residues, so producing a monomeric framework in which the two coordinated Na + ions have different coordination spheres and geometries. One of the Na + ions has an O 5 coordination sphere with a typical geometric arrangement, intermediate between trigonal-bipyramidal and square-pyramidal; all the O atoms from the amino acid (three from the sulfonate and two from the caboxylate residues) act as donors. The second Na + ion is tetracoordinated within an NO 3 coordination sphere. The Na + ion binds to the amino N atom, to one of the O atom of the carboxylic residue and to two O atoms of the sulfonate group in a distorted tetrahedral arrangement. As the sulfonate O atoms bind to both Na + ions, a three-dimensional polymeric framework is obtained.
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Data collection: PROCESS-AUTO (Rigaku, 1998) ; cell refinement: PROCESS-AUTO; data reduction: CrystalStructure (Rigaku/ MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
The author thanks Jilin Business and Technology College for financial support. connectivity of each L-Cysteic acid. Other Na + cations are hidden for breifness. c. The coordination mode for Na1 and Na2. The other L-Cysteic acid is hidden for breifness. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Geometric parameters (Å, °)
Na1-O1 2.478 (3) C2-N1 1.488 (5) Na1-O2 i 2.427 (3) C2-C3 1.538 (5) Na1-O3 2.415 (4) C2-H2 0.9800 Na1-O4 ii 2.351 (4) C3-S1 1.783 (4) Na1-O5 iii 2.364 (3) C3-H3A 0.9700 Na2-N1 2.976 (5) C3-H3B 0.9700 Na2-O3 iv 2.905 (5) N1-H1A 0.9000 Na2-O4 3.028 (5) N1-H1B 0.9000 Na2-O5 iii 2.922 (5) O3-S1 1.457 (3) C1-O2 1.253 (5) O4-S1 1.451 (3) C1-O1 1.254 (5) O5-S1 1.455 (3) C1-C2 1.537 (5) Fig. 1 supplementary materials sup-7 Fig. 2 
